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Data set from (Salemi et al, 2008)

Computing time < 5s
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3 : Africa

17 : Albania

251 : EastEurope

14 : G
reece

Tree foreground color according to the annotation if convergence between the 
different methods (majority ML marginal/ ML joint/ parsimony) if not « bubble »

Piechart ML marginal if L(a)> M-σ/2 

Primary annotations by cluster 100%


To highlight inconsistencies

To highlight nodes with indecisive ancestral annotations

PhyloType analysis

Study on majority of ML marginal, 

Sz>5 Df < 1 Pt >= 0.65 

To extract an evolutionary scenario

A phylogeographic analysis of HIV-1A in East Europe 
with a comparison of different methods to compute 
ancestral annotations 

PastView tutorial #1
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Example 1, HIV-1A analysis
Data set = folder DATA-HIV1A, files: 
- HIV-1A-tree.txt (tree) 
- HIV-1A-annotation.txt (primary annotations)
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Load the tree

The tree is 
displayed in 
the « tree » 
canvas of the 
current map

Example 1, HIV-1A analysis
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Load the primary annotations

This is a matrixXvariables of annotations, we 
want to do an analysis based on the 
« Region » variable, we have to extract and 
translate it to the PastView format 

Example 1, HIV-1A analysis
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1

2

3

Select the Strains x Variables file (1) then

select the « Region » variable (2), and 

Clic the Import button (3)


The file « HIV-1A-annotationREGION.txt » is created (same file’s path as HIV-1A-annotation.txt)

Example 1, HIV-1A analysis
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Load the annotations, 
select the file HIV-1A-
annotationREGION.txt:

Example 1, HIV-1A analysis
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Edit the tree


Select the « zoom 
out » tool and left 
click the canvas to 
see the whole tree


Example 1, HIV-1A analysis



!8

Edit the tree


Switch the leaves label font to 

« Arial 7 normal » (example)


« Edit » toolbox, « Tree » sub-toolbox, 
« Leaves » menu then « Font » command. 
Select the new font, then clic the « ok » 
button

Example 1, HIV-1A analysis
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Display primary 
annotations in regard of 
Leaves


From the « edit » toolbox 
and the « Annotation » 
sub-toolbox, clic the 
« Leaf annotation » menu 
and select the command 
« Color brackets with 
text »

Example 1, HIV-1A analysis
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Display primary 
annotations in regard of 
Leaves


Update the color palette 
with the command 
« Equalize » from the 
« Color set (H) » menu 

Example 1, HIV-1A analysis
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Compute ancestral 
annotations by marginal 
maximum likelihood 


Select the « AA » tab and 
clic the « F81-like » button


In this example we use the 
option of equiprobability 
for the annotations

Example 1, HIV-1A analysis
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Display the majority annotation from 
the ancestral annotations computed 
by marginal maximum likelihood 


From the « AA » tab and the « AA 
Bubble » select the « Majority » 
option from the « Display » menu, 
and select the « Select all » 
command from the « Selection » 
menu


Use the - and + button to change the 
size of the bubbles. 


To restrict the view to one or several 
specific annotation select/unselect 
them from the « selection menu »

Example 1, HIV-1A analysis
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Display a simplified view of the 
bubbles showing the majority 
annotation from the ancestral 
annotations computed by F81-like 
method


Select the « Simplify view » from the 
« Display » command


With this simplified view, bubbles are 
displayed only if there is a transition 
underlying somewhere in the tree

Example 1, HIV-1A analysis
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Display piecharts for nodes having 
several annotations with hight but 
close probabilities 


From the « AA Piechart » toolbox:

Check On the « >M—%M» control 
with a threshold value of 0.4


In this view piecharts are displayed 
only if the node has annotations with 
a probability higher or equal to the 
value of the maximum of the 
marginal posterior probabilities 
minus 40% of its value


It helps to detect nodes annotated in 
an ambiguous way 

Example 1, HIV-1A analysis
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Highlight the nodes coming out of a 
transition 


From the « AA Piechart » and the 
filter menu, select the command: 
« A(n) ≠ A(father) (majo.) ». This 
command will highlight nodes having  
a majority annotation different from 
the one of the father node.


The symbol used to highlight the 
nodes can be tuned (shape, size, 
color…) with the « Filter symbol » 
panel (« Filter » menu, « Symbol » 
command)


Example 1, HIV-1A analysis
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Compute a map of transitions 


From the « T » and « Transitions 
Map » toolboxes, select the option 
« Majority » from the « Data » menu 


From the option menu in regards of 
Full button, select the « Slanted »  
foption. A transition map is 
computed and displayed in the 
active view, in this exemple the view 
« #1.1 ». Adjust the map layout with 
the zooms buttons. Also « Equalize » 
the colors for all the graphics items 
(tab « Edit », toolbox  « Colors », 
menu « Color update (S & V) )».


Add a panel with the « +Panel «  
control and display a Compressed 
transition map


Example 1, HIV-1A analysis
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Compute ancestral 
annotations by joint 
maximum likelihood 


Select the « AA » tab and 
clic « Max. Like. Joint 
(Pupko) » button


In this example we use the 
option of equiprobability 
for the annotations

Example 1, HIV-1A analysis
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Compute a transition map with the 
ancestral annotations computed by 
joint maximum likelihood


Add a panel with the « +Panel » 
button


Select the « joint scenario » from the 
« data » menu2

3

1

Display a  « Slanted » layout and 
click the « compressed » button 2

3

Example 1, HIV-1A analysis



!19

Add a panel


From the « AA Tree color » toolbox  
select the ancestral annotation 
data set « Majority » (« data » 
menu) 

2

3

1

1

From the « Bg » toolbox  
set values as following : Sz 
≥ 2 & Pt ≥  0.65 and clic 
the « Color » button

3

By default phylotype are highlight 
in background color in the tree. 
Adjust their colors (S&V) from the 
« Edit » tab, option « Tree BG », 
and set the values of S and G 
with the two scales

Example 1, HIV-1A analysis

2
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Highlight the 
inconsistencies of ancestral 
annotations between 
marginal (majority) and joint 
maximum likelihood


Select the « C » tab


Clic the « Display On/Off » 
button from the « Intra MAP 
inconsistencies » toolbox. 
Use the - and + button to 
adapt the view 


The tree is foreground color 
coded according to the 
ancestral annotation if it is 
the same between the 
different data sets (here 
joint and marginal). If the 
ancestral annotation is 
different bubble are drawn

The first one is the majority 
of marginal maximum 
likelihood and the second 
one is joint maximum 
likelihood

Example 1, HIV-1A analysis
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Export graphic output


From the « File » tab and the 
« Save » toolbox, save the PastView 
graphic output to the PostScript 
format. PostScript is a high quality 
vectorial format, easily editable   

Example 1, HIV-1A analysis
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